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INTRODUCTION

Prostate cancer is currently the second most common type of cancer resulting in male mortality in the U.S. A
recent publication demonstrates the importance of the common FGFR4 polymophism Gly388Arg for the
initiation and progression of prostate cancer (1). We set out to understand the role for this polymorphism in the
proliferation and cellular adhesion of cells of prostatic origin. Previous investigations by our lab into
differences between WT and G388R FGFR4 rendered few significant differences. This was possibly due to low
transfection efficiencies, resulting in very small differences in endogenous signaling pathways. We set out to
create prostate cancer cells inducible for FGFR4 expression to discover whether this method would make it
easier to see slight differences in endogenous signaling. We were also interested in determining whether a
truncated form of FGFR4 arising from alternative splicing, first identified in pituitary tumors (2-4), would
increase the effects of the FGFR4 polymorphism. We have since been unsuccessful in creating these inducible
prostate cell lines; however, we have found other interesting avenues of research relating to the G388R
polymorphism and its role in prostate cancer.

BODY

The first task was to prepare prostate cell lines inducible for expression of various FGFR4 genes. During the
first month, we constructed the proper FGFR4 clones for this system, including FL-FGFR4-WT, FL-FGFR4-
G388R, PTD-FGFR4-WT, and PTD-FGFR4-G388R. The first step was creating the PTD-FGFR4-WT and
PTD-FGFR4-G388R in a pcDNA3 background using our FL constructs also in a pcDNA3 background. The FL-
FGFRA4 gene was inserted in a pcDNA3 expression plasmid using a Hindlll site at the start of the gene and an
Xhol site at the end of the gene. Using site-directed mutagenesis, we generated an additional Hindlll site just
before the alternate start site that has been previously shown to lead to transcription of the PTD-FGFR4 product
(2). 10% of the PCR mix was used to transform C600 bacteria and colonies were selected using ampicillin.
After sequencing these clones to verify whether they were correct, we restriction digested these constructs with
the Hindlll enzyme. This generated two fragments: A vector fragment containing the Hindlll site immediately
before the alternative PTD start site, as well as a small fragment containing the 5’ region of the FGFR4 gene
with the normal start site to the alternative start site. The vector fragment was isolated from an agarose gel and
ligated back together using T4 DNA ligase overnight at 16°C. C600 bacteria were transformed with half of the
ligated mixture and colonies were selected using ampicillin. Miniprep DNA was sequenced and positive clones
identified. We now had the FL-FGFR4-WT and FL-FGFR4-G388R, as well as the PTD-FGFR4-WT and PTD-
FGFR4-G388R in the pcDNA3 expression vector.

The next step was moving each of these DNA constructs to the pIND plasmid for use in developing cell lines
for inducible expression. Using the restriction sites Hindlll and Xhol, which flank the FGFR4 gene, we double
digested the pcDNAS3 constructs using Hindlll and Xhol. The FL-FGFR4-WT, FL-FGFR4-G388R, PTD-
FGFR4-WT, and PTD-FGFR4-G388R genes were cut out of the pcDNA3 background and ligated into the
pIND plasmid, which contain Hindlll and Xhol sites in the multiple cloning region. C600 bacteria were
transformed with half of the ligation mixture, and colonies were selected using ampicillin. Clones were
confirmed to be correct by both restriction digest and DNA sequencing using the UCSD Moores Cancer Center
DNA sequencing core facility.

The next step in creating the inducible cell lines was the introduction of the regulatory plasmid pVgRXR into
prostatic cell lines and selection for plasmid retention using the antibiotic zeocin. During month 2, an antibiotic
killing curve was created using zeocin on the DU145 cells to determine the optimal concentration in order to
select for positively transfected clones. We tested a range of 0-750ug/ml zeocin and found that 250ug/ml was
the concentration that destroyed all the non-transfected cells after 7 days.

During months 2-3, the DU145 prostate cancer cell line was next tested for optimal means of transfection. We
initially tried using calcium-phosphate precipitation but found this had very low transfection efficiency,
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prohibiting us from detecting any protein expression by Western Blot when transfecting pcDNA3-FGFR4-WT
as a control. We tried using FUGENE 6 (Roche) and found that this transfected with much higher efficiency by
testing for expression of GFP. We used 18ul of FUGENE 6 and 6ug of pVgRXR DNA for each 10cm plate, and
the DU145 cells were plated at approximately 95% confluency. Cells were transfected for 24 hours in 0% serum
with antibiotics, and the media was changed to RPMI with 10% FBS plus pen/strep for 24 hours. The following
day, the media was replaced with RPMI supplemented with 10% FBS, pen/strep, and 250ug/ml zeocin. The
media was changed on these plates every 3 days for 2 weeks. After this time period, we found no living cells
remaining.

During months 4-5, we attempted a second transfection in the pVgRXR plasmid using the FUGENE 6
transfection agent in the presence of serum and absence of pen/strep to reduce cell death. Two 10cm plates of
DU145 cells were split at approximately 50% confluence: one plate was transfected the next day using 5ug
pVgRXR with 18ul FUGENE 6, while the other plate was left untransfected. This was done in RPMI
supplemented with 10% FBS with no pen/strep added. The next day, the media was replaced with fresh media
and the cells were allowed to recover overnight. The following day, the media was replaced with media
containing 250ug/ml zeocin, and this was replaced every three days for two weeks.

At the same time, we tried using an alternate transfection reagent, Lipofectamine 2000 (Invitrogen). Cells were
split at approximately 50% confluence. The next day they were transfected using 2.5ug pVgRXR, 30ul
lipofectamine, and 20ul Plus reagent in RPMI supplemented with 10% FBS and no pen/strep. The media was
changed the following day to fresh RPMI with 10% FBS and pen/strep. The next day media was replaced with
media containing 250ug/ml zeocin. Every three days, media was replaced with fresh antibiotics for two weeks.
Colonies began to appear at this time and were isolated using glass cloning rings. Five colonies were selected
and grown on 6-well plates in media containing 250ug/ml zeocin. After 20 days, three of the clones had grown
enough to split onto 10 cm plates. After two more weeks, two of the initial five clones had grown enough to test
for inducibililty.

To test whether the pVgRXR plasmid had been stably incorporated into the cells, we split two 6¢cm plates of
each of the clones plus two 6cm plates of normal DU145 cells at about 50% confluence. Each plate was
transfected with 6ul FUGENE 6 and 2ug of pIND-FGFR4-WT in RPMI containing 10% FBS without pen/strep.
The next day, 25ul of 95% ethanol was added to one plate of each clone plus one plate of DU145 cells, while
25ul of Ponasterone A at ImM (final concentration of 5uM) was added to the second plate of each clone and
the second plate of DU145 cells. Cells were induced for 24 hours, lysed, and expression of pIND-FGFR4-WT
was checked by Western Blot. No expression was detected, but it appeared this might be due to low transfection
efficiency, thereby allowing us to see inducibility only when we stably incorporated the pIND-FGFR4-WT
plasmid into the pVgRXR clones.

An antibiotic killing curve was generated using G418 in order to select for the expression of the pIND plasmid.
A range of 0 to 750ug/ml was tested and we determined that 400ug/ml was the optimal concentration to kill all
of the non-transfected cells. During months 6-8, each of the two possible DU145-RXR clones was split at 50%
confluence on 10cm plates and transfected with 5ug pIND-FGFR4-WT and 18ul FUGENE 6 reagent, as per
previous protocols. After one day of transfection and one day of recovery, media containing 250ug/ml zeocin
plus 400ug/ml G418 was replaced every 3 days for 2 weeks. Colonies then began to appear and were isolated
using glass cloning rings. Colonies were grown in 6-well plates until reaching a higher confluence, at which
point they were moved to 10cm plates (about 4 weeks). Twelve colonies were chosen and tested for inducibility
as before (addition of 5uM Ponasterone A to 6¢cm plate of cells and induced for 24 hours). None of the twelve
clones tested were inducible for FGFR4-WT, indicating either the pVgRXR had not been stably incorporated
into the cells, or the pIND-FGFR4-WT DNA had not been incorporated. The fact that we had tested twelve



different colonies led us to believe that the pVgRXR DNA had not been stably incorporated into the original
two DU145-RXR colonies.

Simultaneously, we had been working up DU145-RXR clones from the second FUGENE 6 transfection. After
two months of selecting colonies, growing them in 6-well plates, and working them up to grow on 10cm plates,
we had 6 potential DU145-RXR clones with which to work. These were again tested for inducible expression of
pIND-FGFR4-WT by transient transfection, however, no clones appeared positive for expression of pVgRXR.
After consulting with technical service at Invitrogen, they suggested a Western Blot of the lysates from each
clone and immunoblotting with an antibody against RXRalpha might elucidate positive clones. Over two weeks,
potential positive clones were Western-blotted with an RXR antibody, as suggested by Invitrogen, to determine
incorporation of the pVgRXR plasmid. However, even the use of positive cell lines created earlier in our lab for
inducible expression of other proteins (5) failed to show RXR expression by Western blot, indicating the
antibody was not specific enough to detect the RXR protein in our samples. Invitrogen sent us several other lots
of antibody in the event we had received a bad batch, but unfortunately each lot of antibody produced the same,
negative results.

We proceeded to review and troubleshoot possible conflicts with our process. We felt the need to verify that the
pIND-FGFR4 plasmids we created during months 1-2 were indeed inducible by the Invitrogen system. During
months 9-11, 293-RXR cells purchased from Invitrogen that were already stably expressing the pVgRXR
plasmid were transfected with the various pIND-FGFR4 constructs. Clones were selected by addition of G418
antibiotic at 400ug/ml with zeocin at 250ug/ml, and expression was examined by induction with Ponasterone A
at 5uM. As seen in Figure 1, all constructs were stably incorporated into 293-RXR cells and were inducible
upon treatment with Ponasterone A. Though we had created 293 cells inducible for expression of the FGFR4
constructs, this was not the primary goal of this project, and served only to verify that the pIND-constructs were
working properly and that production of an inducible system using this method was possible. Our goal
continued to be creation of a prostate cancer cell line inducible for expression of FGFR4 constructs.

Figure 1. pIND-FGFR4 constructs are inducible by
ponasterone A. 293-RXR cells purchased from
Invitrogen transfected with the various pIND-FGFR4
constructs to test inducibility by addition of
ponasterone A. Shown are representative stable cell
lines demonstrating inducible expression of FGFR4 and
PTD-FGFR4. The background band shown is
endogenous FGFR4 present in the 293 cells. Total cell
lysate was immunoblotted with anti-FGFR4 (C-16)
antibody from SantaCruz.

After some more troubleshooting with Invitrogen’s technical service, we learned that linearizing the pVgRXR
plasmid in a region that will not disrupt the necessary components often helps in generating a stable cell line.
Often, cells splice the DNA in the middle of the gene of interest when incorporating into the genome, and if this
was occurring, the cells would not be translating the RXR gene necessary for induction of our pIND plasmids.
During months 12-14, we linearized the pVgRXR plasmid using the restriction enzyme Mlul. This site is
present only once in a nonsignificant region of the vector backbone. The cut DNA was isolated from an agarose
gel and transfected into DU145 cells as before, using 18ul FUGENE 6 plus about 5ug linearized pVgRXR for 24
hours. Cells were allowed to recover for an additional day, and the media was changed to media containing
300ug/ml zeocin that was changed every three days for 2 weeks.



Once colonies began to appear, six were isolated using glass cloning rings and grown in the presence of zeocin
for another two weeks. Each clone was then transfected with pIND-FGFR4-WT and selected with 400ug/ml
G418 in addition to the zeocin. Once colonies began to form, the cells were collected into a polyclonal culture,
allowing us to examine many colonies at once to see if some percentage were inducible for FGFR4. We tested
as before by addition of Ponasterone A to determine if the polyclonal culture was inducible for FGFR4-WT.
None of the 6 polyclonal cultures was inducible for expression of FGFR4, indicating none had stably
incorporated the pVgRXR, despite linearizing the DNA first.

During month 15, we obtained PC3 prostate cells from Dr. Len Deftos at UCSD. These cells express low levels
of FGFR4 and we thought they might be a better choice to create inducible cell lines. A zeocin killing curve
was generated for the PC3 cells using a range from 0 to 1000ug/ml to determine the optimal concentration of
antibiotic to select for cells positively expressing pVgRXR. The concentration found to destroy all the non-
transfected cells after 7 days was 200ug/ml zeocin.

We transfected 5ug pVgRXR using FUGENE 6 into PC3 cells during months 16-17 and selected for colonies
using zeocin. No colonies formed and all the cells died. We spoke with Dr. Len Deftos who told us that he used
Lipofectamine 2000 successfully to transfect the cells. We tested different combinations of DNA-lipofectamine
ratios and found that a ratio of 4ug DNA to 10ul lipofectamine gave the highest transfection rate. PC3 cells
were transfeced using pVgRXR at this ratio and selected using 200mg/ml zeocin. Thirteen colonies grew and
were isolated using glass cloning rings.

These colonies were worked up and months 18-19 were spent testing these clones to see if they were inducible
for FGFR4 by transient transfection of the pIND-constructs. Figure 2 is a single clone, representative of how all
the other clones were tested for incorporation of pVgRXR. We transfected in pcDNA3-FGFR4-WT (lane 1) as
a positive control for FGFR4 expression. In lanes 2-3, we transfected only the pIND-FGFR4-WT plasmid and
lane 3 was induced with Ponasterone A. If the RXR clone stably incorporated pVgRXR, lane 3 should have
induction of FGFR4 WT, but none of the 13 clones showed any induction of FGFR4 WT. As an additional
control, we transiently transfected both the pIND-FGFR4-WT as well as the pVgRXR DNA into lanes 4-5 and
lane 5 was induced with ponasterone A. As shown in Figure 2 lane 5, when we transiently transfected
pPVgRXR with pIND-FGFR4-WT, induction of the FGFR4 product was achieved, indicating that the clone does
not stably express the pVgRXR on its own and only expresses FGFR4 when both plasmids were transiently
transfected (compare lane 3 to lane 5).

Figure 2. Testing for incorporation of pVgRXR in PC3 clones. Each PC3-RXR clone was
tested by transient transfection with pcDNA3-FGFR4 as a positive control (lane 1), pIND-
FGFR4 WT in the presence (lanes 4 and 5) or absence (lanes 2 and 3) of additional
pVgRXR. Samples were uninduced (lanes 1, 2, and 4) or induced (lanes 3 and 5) with
Ponasterone A. Lane 3 indicates the clone is not stably expressing pVgRXR while lane 5 is
a control indicating the inducible system is working properly. Total cell lysate was
immunoblotted with anti-FGFR4 (C-16) antibody from SantaCruz.

During month 20-21, we next tried to linearize the pVgRXR plasmid as before, but this time we purified the cut
DNA using a phenol extraction. This linearized DNA was transfected using lipofectamine 2000 and selected
using zeocin. At the same time, we attempted to co-transfect both the linearized pVgRXR, as well as linearized
pIND-FGFR4-WT. The co-transfected cells were selected with 200ug/ml zeocin plus 200ug/ml G418. Six
clones from each transfection were grown up and tested for inducibility as before, rendering none of the 12
clones tested inducible for FGFR4.

While transiently transfecting PC3 cells with pcDNA3 FL-FGFR4 or PTD-FGFR4 constructs, we discovered
that the expression of FL-FGFR4, and especially PTD-FGFR4, dramatically decreased over time. During a time
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course experiment we found that 48 hours after transfection the PTD-FGFR4 protein was not detectable (see
Figure 3, lanes 1-4).

Figure 3. PTD-FGFR4 expression in PC3 cells is unstable. PC3 cells were transfected for
the indicated times using Lipofectamine 2000. Cells were harvested, lysed, and
immunoblotted for FGFR4 expression. FL-FGFR4-WT is included as a control (lane 5). PTD-
FGFR4 expression decreases dramatically over time.

The results of the decrease in PTD-FGFR4 expression led us to believe that a potential problem in creating the
RXR cell lines might be the length of time between transfection and selection of the cells. We had previously
waited 48 hours before adding antibiotics. When it appeared that the RXR was not being expressed after 48
hours, we tried one last attempt to create the RXR cell line. Months 22-24 were spent trying to stably introduce
the pVgRXR plasmid into PC3 cells, but this time we selected cells after only 8 hours of transfection.
Disappointingly, after testing 6 clones by transient transfection of pIND-FGFR4, once again no RXR-positive
cells were found.

The second task of this proposal was to examine the effects of FGFR4 expression on downstream signaling
components, comparing full-length and truncated forms of FGFR4 and G388R. As we found ourselves
unsuccessful in generating PC3 cell lines inducible for expression of FGFR4, we proceeded to examine
downstream effects of the various constructs by transient transfection of PC3 cells. During month 25, we looked
at activation of the MAPK pathway as well as altered NCAM expression and found no significant differences
when comparing WT and G388R FGFR4 in either the full-length or truncated mutants, as seen in Figure 4.

Figure 4. FGFR4 effect on downstream signaling components. PC3 cells were transfected
with pcDNA3-FGFR4 constructs using Lipofectamine 2000 and examined for downstream
effects. Whole cell lysates were Western blotted for FGFR4 (C-16, SantaCruz, top) phospho-
MAPK, (9106s, Cell Signaling, 2nd panel from top), total MAPK, (13-6200, Zymed, 3rd panel),
and NCAM (H-300, SantaCruz, bottom) expression.

Due to the low transfection efficiency of PC3 cells, detecting any differences in endogenous downstream
signaling components in total cell lysates was not possible. One way to avoid this problem was to look at
signaling components by immunofluorescence. In this way, we would be able to examine only the cells
expressing our FGFR4 constructs to view the effect on downstream signaling components. During month 26,
we transiently co-transfected the FGFR4 constructs with GFP-STAT1 and GFP-STAT5b expression plasmids
into PC3 cells and examined STAT1 and STAT?5 localization after FGF2 ligand stimulation. Our preliminary
results indicated that there was no difference in STAT1 or STATS5 localization when comparing FL-FGFR4-WT
to FL-FGFR4-G388R, or when comparing PTD-FGFR4-WT to PTD-FGFR4-G388R (see Figure 5).
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Figure 5. Cellular localization of GFP-STAT1 and GFP-
STAT5b. PC3 cells were seeded onto glass coverslips and
transfected with the appropriate STAT and FGFR4 constructs.
Cells were starved for 24 hours. They were either left untreated,
or treated for 15 minutes with 100ng/ml FGF2 in the presence of
lug/ml  heparin.  Coverslips  were fixed with 3%
paraformaldehyde and processed for indirect
immunofluorescnece. FGFR4 expression was detected with
rabbit polyclonal antibody and rhodamine-conjugated antirabbit
secondary antibody. Nuclei were visualized by Hoechst dye
added to the Rh secondary antibody mix.

We have found other interesting avenues of research
relating to the G388R polymorphism and its role in
prostate cancer (albeit unexpected and circuitous to
our original statement of work), which we are
continuing to pursue. We completed a yeast two-
hybrid screen to identify novel proteins that interact
with FGFR4. Using the intracellular domain of
FGFR4 as bait, we identified a variety of interacting
proteins, including IKKp. Since then during months
26-28, we have confirmed the validity of this interaction using a filter-lift f-galactosidase assay, and have also
demonstrated that IKKf coimmunoprecipitates with FGFR4 in HEK293 cells. These experiments revealed that
IKKf not only associates with FGFR4 but also, unexpectedly, undergoes tyrosine phosphorylation in response
to FGFR4 activation. Typically, IKKp is activated by Ser phosphorylation within the activation loop (6). Upon
activation, IKKp phosphorylates IkBo on serine residues, leading to its degradation by the 26s proteasome.
This releases NFkB from its inhibited, bound state to translocate to the nucleus, which eventually leads to
transcription of a variety of genes (7).

Our preliminary results generated during months 29-30 are presented in Figure 6 and Figure 7. The
demonstration that a member of the FGFR family, in this case FGFR4, stimulates tyrosine phosphorylation of
IKKf provides an entirely novel link from FGFR signaling pathways to NF-xB signaling pathways, and may
explain how FGFR signaling plays an important role in cell survival. There is precedent in the literature (8,9)
for IKKf activation by Tyr phosphorylation by the src protein kinase in gastic cancer, although this has not
been extensively examined by other researchers.

Figure 6. FGFR4 phosphorylation of IKKB. HEK293 cells were
cotransfected with FGFR4 derivatives and WT IKKp. Cells were lysed in
RIPA lysis buffer and lysates were immunoprecipitated with IKKf antisera,
separated by 10% SDS-PAGE, transferred to Immobilon-P membrane, and
immunoblotted with (top) P-Tyr (4G10), and (middle) IKKp antisera. Lysates
were similarly separated and immunoblotted with (bottom) FGFR4 antisera.
WT = wild type, GR = G388R, KE = K645E, an activated mutant of FGFR4.

Interestingly, it appears in Figure 7 that the FL-FGFR4-G388R protein has a stronger interaction with 1KKg.
To examine the possible altered effects of the G388R mutant on NFkB signaling could be a very exciting

avenue of work. It would also be important to study this interaction in prostate cancer cells to illuminate the role
of FGFR4 interaction with IKK in prostate cancer progression.
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Figure 7. FGFR4 interaction with IKKB. HEK293 cells were cotransfected
with FGFR4 derivatives and IKKp. Cells were lysed in 1% NP-40 lysis buffer,
and lysates were immunoprecipitated with IKKp antisera, separated as before,
immunoblotted with (top) FGFR4, and (2™ panel) IKKp antisera. Cell lysates
were separated and analyzed for expression by immunoblotting with (3™ panel)
FGFR4, and (bottom) IKKf antisera.

KEY RESEARCH ACCOMPLISHMENTS (as described more fully above)

We succeeded in constructing the four different FGFR4 derivatives, which were essential components in the
ecdysone system. Another key research accomplishment has been initial characterization of downstream
signaling components in prostate cancer cells, including STATL1, STAT5, MAPK, and NCAM. Using transient
transfection of PC3 prostate cancer cells, we find no significant differences in MAPK activation or NCAM
expression when comparing FL-FGFR4-WT to FL-FGFR4-G388R or PTD-FGFR4-WT to PTD-FGFR4-
G388R. Using immunofluorescence by transiently transfecting PC3 cells, we also find no significant
differences in GFP-STAT1 or GFP-STATS localization when comparing the FGFR4 derivatives. We also
performed a yeast two-hybrid assay with FGFR4, identifying IKKf as a positive interaction. In pursuing this
direction we determined that FGFR4 activation leads to tyrosine phosphorylation of IKKf.

REPORTABLE OUTCOMES

* Abstract presented for the IMPaCT meeting, September 5-8, 2007, Atlanta, GA:
FGFR4 DOWNREGULATION OF CELL ADHESION IN PROSTATE CANCER.
Daniel J. Donoghue, Kristy Drafahl and April N. Meyer.

(Department of Chemistry and Biochemistry, and Moores UCSD Cancer Center, University of
California San Diego)

FGFR4, or Fibroblast Growth Factor Receptor 4, is a member of the FGFR family of RTK (receptor
tyrosine kinase) growth factor receptors. A common human polymorphism in FGFR4 occurs in
which Gly388 is mutated to Arg. Recent publications suggest that this polymorphism may be
important in prostate cancer, both for prostate cancer initiation and for progression. In our work, we
have examined two different molecular models by which this polymorphism may affect cell
biological properties of proliferation or cell adhesion. Model #1 proposes that the FGFR4 Arg388
allele promotes dimerization through the transmembrane domain, similar to the FGFR3 Gly380Arg
mutation responsible for human dwarfism, or achondroplasia. In this model, the FGFR4
polymorphism would affect signaling by the full-length receptor by causing weak constitutive
dimerization and activation. Alternatively, Model #2 proposes that activation occurs in the context of
a splice variant, APTD-FGFR4, localized intracellularly. In pituitary cancer, the APTD-FGFR4
variant is expressed as a truncated intracellular receptor, lacking the signal peptide and the first two
Ig-like domains.
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Using matched vectors for expression of full-length FGFR4 (Gly388 or Arg388), and for expression
of APTD-FGFR4 (Gly388 or Arg388), PC3 prostate cancer cells expressing these proteins have been
examined for activation of a number of downstream effector pathways, including tyrosine
phosphorylation of the receptor itself, and activation of MAPK, AKT, STAT1, STAT3, and STATS.
Changes in the expression level of N-cadherin, P-cadherin, E-cadherin, and NCAM are also being
examined. At present, PC3 cells transiently expressing the FGFR4 receptor proteins have been
examined. We are also attempting to construct PC3 derivative cell lines allowing inducible
expression of the FGFR4 derivatives using the Ponasterone A inducible expression system.

Results obtained from PC3 cells expressing full-length FGFR4 (Gly388 or Arg388), and expressing
APTD-FGFR4 (Gly388 or Arg388), will be presented. In addition, efforts to construct stable
Ponasterone-A inducible cell lines will be discussed.

* Abstract for manuscript in progress:

THE NOVEL FGFR4 INTERACTION AND TYROSINE PHOSPHORYLATION OF IKKp
DECREASES NFxB ACTIVITY

Kristine A. Drafahl, April N. Meyer and Daniel J. Donoghue

During a two-hybrid screen using FGFR4 as the bait protein, we identified IKKp as an interacting
protein. We have established that FGFR4 coimmunoprecipitates with IKKg, and that FGFR
activation results in strong tyrosine phosphorylation of IKKbeta in cells. Tyrosine phosphorylation
of IKKf was described in two previous publications, in which the c-src tyrosine protein kinase was
shown to phosphorylate Tyr188 and Tyr199 within the activation loop of IKKp. Using site-directed
mutagenesis, we show that Tyr1l88 and Tyrl99 are not essential for FGFR-dependent Tyr-
phosphorylation of IKKf, and we are continuing to examine the importance of other tyrosine
residues. Interestingly, we show that the G388R polymorphism in FGFR4, previously described to
lead to decreased disease-free survival in a variety of human cancers, shows increased binding to
IKKpP by coimmunoprecipitation compared to wild-type FGFR4. Our data indicate that the FGFR4
interaction with IKKp leads to a decrease in IKKp activity as seen by GFP-RelA localization.
Misregulation of NF-kB signaling is important for cancer progression and understanding the role of
FGFR in this misregulation is of considerable interest.

» Funding applied for based on work supported by this award:
Cancer Research Coordinating Committee (CRCC)
Intersection of NF-xB and Fibroblast Growth Factor Receptor Signaling Pathways
Funding Awarded for the period 07/01/08 - 06/30/09
NIH/NCI #2 R0O1 CA090900 (Competing Continuation Application for years 06-10)
Aberrant Activation of FGFRs in Human Cancer
Project Period: 07/01/08 - 06/30/13;
Funding Not Awarded
* List of personnel receiving pay from the research effort:

April N. Meyer (Staff Research Associate)
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CONCLUSION

Though unsuccessful in generating FGFR4-inducible prostate cancer cells, we have characterized downstream
signaling components in response to transient transfection of the various forms of FGFR4 in PC3 prostate
cancer cells. No significant differences were found when comparing any of the FGFR4 derivatives. We have
made excellent progress in a new direction that is highly interesting and potentially very important in our
understanding of FGFRA4’s role in prostate cancer progression. Understanding the role of the IKKf interaction
with FGFR4 and what significance the FGFR4-induced tyrosine phosphorylation on IKKf has to the cell will
be of great interest as we continue our research. It will also be of interest to discern whether the G388R
polymorphism of FGFR4 has any altered binding or increased kinase activity toward IKKf. We are currently
trying to determine which tyrosine residue (or residues) on IKKp is phosphorylated by FGFRA4. In addition, we
are analyzing specific domains of IKKf as well as FGFR4 to determine the exact region of interaction between
these two proteins. At present, our preliminary data indicates FGFR4 tyrosine phosphorylation of IKKf leads to
a decrease in NFkB activity. It will be of further interest to understand what role this has on prostate cancer cell
survival, proliferation, and migration as NFkB has been shown to have a variety of different outcomes,
depending on the cell type and conditions.

The results obtained in this project indicate there is no substantial difference in PC3 downstream signaling when
comparing the Gly388 to the Ar388 alleles of FGFR4, though subtle changes may not be detectable using the
methods described above. In recent literature, there is great controversy as to the relevance of this
polymorphism to a variety of human cancers. Our data indicate that if the Arg388 allele leads to changes in
prostate cancer initiation and progression, it is most likely due to very subtle changes in the cell. It also seems
that the Arg388 allele is not significantly different from the Gly388 allele in the background of the PTD
truncated FGFR4. Our most recent data, however, on the interaction of IKKf with FGFR4, is of great scientific
interest. The NFKB pathway has been the focus of much research, as it has been shown to play a significant role
in cell survival. Misregulation of this pathway can lead to cancerous cell growth. The research initiated by this
grant expands our understanding of the role FGFR4 plays in NFkB activity, allowing us to better understand
this important pathway and how it can lead to human disease.

REFERENCES

1. Wang J, Stockton DW, Ittmann M. The fibroblast growth factor receptor-4 Arg388 allele is associated
with prostate cancer initiation and progression. Clin Cancer Res 2004;10(18 Pt 1):6169-78.

2. Ezzat S, Zheng L, Zhu XF, Wu GE, Asa SL. Targeted expression of a human pituitary tumor-derived
isoform of FGF receptor-4 recapitulates pituitary tumorigenesis. J Clin Invest 2002;109(1):69-78.

3. Qian ZR, Sano T, Asa SL, et al. Cytoplasmic expression of fibroblast growth factor receptor-4 in human
pituitary adenomas: relation to tumor type, size, proliferation, and invasiveness. J Clin Endocrinol
Metab 2004;89(4):1904-11.

4, Ezzat S, Zheng L, Asa SL. Pituitary tumor-derived fibroblast growth factor receptor 4 isoform disrupts
neural cell-adhesion molecule/N-cadherin signaling to diminish cell adhesiveness: a mechanism
underlying pituitary neoplasia. Mol Endocrinol 2004;18(10):2543-52.

5. Gastwirt RF, Slavin DA, McAndrew CW, Donoghue DJ. Spy1 expression prevents normal cellular

responses to DNA damage: inhibition of apoptosis and checkpoint activation. J Biol Chem
2006;281(46):35425-35.

12



6. Delhase M, Hayakawa M, Chen Y, Karin M. Positive and negative regulation of IkappaB kinase activity
through IKKbeta subunit phosphorylation. Science 1999;284(5412):309-13.

7. Mercurio F, Zhu H, Murray BW, et al. IKK-1 and IKK-2: cytokine-activated IkappaB kinases essential
for NF-kappaB activation. Science 1997;278(5339):860-6.

8. Chang YJ, Wu MS, Lin JT, et al. Induction of cyclooxygenase-2 overexpression in human gastric
epithelial cells by Helicobacter pylori involves TLR2/TLR9 and c-Src-dependent nuclear factor-kappaB
activation. Mol Pharmacol 2004;66(6):1465-77.

0. Huang WC, Chen JJ, Chen CC. c-Src-dependent tyrosine phosphorylation of IKKDbeta is involved in
tumor necrosis factor-alpha-induced intercellular adhesion molecule-1 expression. J Biol Chem
2003;278(11):9944-52,

APPENDICES

None

13




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


